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& ZE: [#%] AEERAHA (arbuscular mycorrhizal fungus, AMF)RHARAE ¥ 40A &) 269 —
KAH, 1985 90%A L AL R AR A AR, SRR IR 2 AR A 69K 3038 R AL 4 04 Fit
M, (Bl BrAEEL4EF "R EET AMF 94 E5H8K, MTDLLERRLE NEA AL
Yt AMF 2289800, [ ] vhm R & PR KA. RAREAM A Lts R A R R4 L4 FAR
FAARIR £ A MHE, @i PCR 35 18 rRNA A B X E, B RRMHE. RF HAKAF W
VABCEAE AT D4 AR A A AR £ 89 AMF KBHL sAn 3 AR e %vm . (4R ] KopAt Ao it R B
A B FARF £ F 49 AMF 69 KB 3 HHAR T IRIKKRAS, 9 Glomus A KA Antts REA L4 E
RFEHARY AMF 695 BB, miR R KA RARR L& 69 R % K BE A Diversispora. B#hEARk %
49 AMF A5 R LR AN, 3 MR EAR A A AMF 2B 69 X RVEH % £ %, 122 AMF
REBW LB AR .. KIFAAR AR R AMF 9483 H A Diversispora, T Rhizophagus = 414& R B
AT FafR IR RATAR 2 AR T 098 % AMF KB, B — 80X 5 L4535 ek 15 X AR R £ F 49
AMF XBEE S FREN RS, £F Glomus ZBHERF LT WEAMRIFL T kB LB B
Rhizophagus & 3 > TFI A H W EAR A R 69E S BF. 2015 = 2016 F D40 F £ 4F sk 7 AR IR £ A0 iRk
M AMF (369 XA 2 2A0F), 122 RF 69 AMF X690 F E A DA E S 2T B e
LAe. b, REEHAY Glomus Ao Archacospora FB49AAxtF A IEAEAEA AT LA, A8 H
Entrophospora #= Diversispora #83F F EA FT T &, MR AR AMF 69483 KB & £ AVE M Glomus
# % Rhizophagus. AMF % ¥4 % ¢ R A0, test LA ZRIF LT AMF 2 HHQEHEE S
Ttk m AR n. (441 AMF K369 3 AR DM ARARS . DA AT W dhm
1 ZIARE T,
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Arbuscular mycorrhizal fungi population diversity of rhizosphere
soil and root system in potato field in central Inner Mongolia

ZHANG Zhi-Wei TIAN Yong-Wei YANG Jian-Feng WANG Chao ZHANG lJian
ZHAO Jun WANG Dong ZHENG Hong-Li

College of Horticulture and Plant Protection, Inner Mongolia Agricultural University, Hohhot,
Inner Mongolia 010018, China

Abstract: [Background] Arbuscular mycorrhizal fungus (AMF) is the most widely distributed fungi in
mycorrhizal fungi. They can form mycorrhizal symbiosis with more than 90% of the plants, and enhance
the resistance of plants by regulating metabolic activities in the host. [Objective] To reveal the structure
and composition of AMF in soil of main potato producing areas in Inner Mongolia, and analyze the effects
of different development stages of potato and continuous cropping on AMF groups. [Methods] Using root
and rhizosphere soils of potato collected from Dajing, Xumayao and Honggeertu villages in central of
Inner Mongolia as material, though PCR amplification and establishing 18S rRNA gene library, try to
study the effect on AMF composition and diversity in potato rhizosphere soils and root at different
locations, different growth stage and continuous croping plot. [Results] AMF diversity of rhizosphere soil
in Dajing village and Honggeertu village was more than that in Xumayao village, the dominant strain was
Glomus in both Dajing village and Honggeertu village, while Diversispora was the dominant strain in
Xumakuo village. In roots, the results of AMF diversity showed that there was no significant difference
among three areas, but the proportion of AMF population was different. Diversispora was the dominant
strain in Dajing village, Rhizophagus was the dominant strain in Honggeertu village and Xumayao village.
The AMF diversity of potato rhizosphere soil in seedling stage and tuber swelling stage were more than
that in tuber formation stage at the same area, Glomus was the dominant strain in the three stages, while in
root the Rhizophagus was the dominant strain in the three stages. After 2015 and 2016 continuous cropping
potato in Dajing village, the types of AMF populations in rhizosphere soil and root were identical, but the
relative abundance of different AMF populations changed significantly. Among the rhizosphere soil
samples, the relative abundance of Glomus and Archaeospora population increased with continuous
cropping, and the relative abundance of Entrophospora and Diversispora decreased. But the dominant
population of AMF in root samples changed from Glomus to Rhizophagus with continuous cropping. This
result indicated that the effect of continuous cropping on AMF diversity in rhizosphere soil was
significantly higher than that in root. [Conclusion] The diversity of AMF population varies with soil
composition, potato growth period and cropping effect.

Keywords: Solanum tuberosum L., Arbuscular mycorrhizal fungus, Community diversity

LR (Solanum tuberosum L.)J& T hEHiE X
FIFEYD, AU TR IS YN AR AN I 4 Y 1 &
S, RO SE . MR WO RS )T
AR, TEH AU R Ak, S FE S AR
. Wk ESEHAEY . REE MR SR A
PR, RO T AR AR A R A
2015 4, FRERMFRIE R L AT O T D5 ™
W R FREIL) | B AR R i T
PRI R o ST T L S TR R 2R

UG R AT R ] A R A A R A A
I P A = 2 SR, R e
JEHIE SR B AL A A, T EU SR IRt A i
BE, TSI T - HET7 70 AN REB VR P A R0
A, A& B BSFEFRCR SR AIERLS,
I R Pl dh o e H I KRR R, 1
T ISR SRR SR, S B AR
o TRIRY, AR AR (R ) IR At i 4 Eh 4% 3 A2
FRY R H AR INE, AR 2R R il SO T+
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e E TG g, AT A R B 7 A
o DR, 4R Th R S R A 1 R A5 D R
A A WED RS E AW FEN L L, s+
SEASHN T ORPE DDA R S R G

MR LR (mycorrhizal fungus)/f&—2RREIZ (R YL
YIS HPIE I A R — 2K D), I
RIK MRS 22 328 & 15 EA P A LK 0
[ FRIC E I RE 1M AR AR EL T (arbuscular
mycorrhizal fungus, AMF)J& B H2 B H 40 7 i
JTZ I —RIUE, REE S 90% L b HIE
PR ARILAE R, 3@ o 08T 1 A N AT B
HESRAE AP EED S BFSR B, 40d AMF 4b
UG, AEA T T 2R n i P RE ) Y
NP TR AMF (RYSE I RES A SAE Y a7 )R
ek & Rghite, W R PTREN . B
T A W AP AR W s R AR i e B AR
i, AMF & HA BT T8 720 5 I EE
J1, @ab AMF 245, MYX T TR Mk
ey R U TSRS A TS
ERPRAR RN AMF BERZFEME 7 10 R T 41
NBESE, WS T —E R, MEEECE
TEH T % - igeh AMF (0254 528 BER 20
PE&Z 3 pH. 20 & & oKk &Y. 284k
B YRR A W sEm, JUHR P A
&t s imd AMF A KA R EI, #F5%
W& B T4 SR AMF JHAE 5, ek T Sh4% AR
FXF R R A, e T SRR
AR A A SR A R, R
23 P EC I AN L ) AR AR, gET R
U AMF AR . Th38 1 ThA% S 1 b He i 7
FiRMWERY] T AMF B0 23 Bl 1 AR R 3 fin
T ARG 2

N T HERNGE N SR E X 1 AMF
MIZEH SR, AT SR AN W Rk B B B LA K%
YEXT AMF ZEBERIRZR , LA Sy oS [m] i X
LR s He b R AR 1 B B AR R SRR S b
B, RAHHEZ PCR (nested-PCR)F; At 45 2

PR HIERR RN AMF BJERSCE, #FE NS
L ORI S S e . AR S EA T
WL R GEAENT S EARPR AR RN AMF KffE L
FEPE B
1 AR5
1.1 EZTRFIFMNE

Peasy-Blunt Simple Cloning Kit, Jtit44:
W R A R/ F]; Power Soil DNA Isolation
Kit, MOBIO /A ], NanoDrop 2000, Thermo 7%
Al BAEE Olympus CX23, Olympus A F] .
1.2 HmXERAE

hER ML R AR BR AT 2015 AEAEN ST
H R AN ] X B 5 S H P A TR AR . 3 MAEAR
SR B M A Sk T IR S K AT (N4 10517407,
E111°08'10") . 122 £ A 7 i 0 2 AR K R A
(N40°48'61", E113°34'50")FIZEM IR A7 3L ) LT 4%
IRIEIRT(N41°64207, E113°13'01"), 3 NAS[a]Hb A&
FIEREAR R IAGF R WL 1. PR D85
TR AR AP, HACE . B
T ORI LA IR B R ) R A, 1

F 1 NE:REEM S IR S

Table 1 Physical and chemical characteristics of soil at
different sites

Hs RIFAT IRBRRAT 2048 R A

Location Dajing Xumayao Honggeertu
village village village

e Wt b+

Soil type Sand  Sand Sand

¥ Phosphorus (mg/100g) 50.72  59.56 48.79

VERSL 34.06 48.55 23.78

Effective phosphorus (mg/100g)

AL 2.73 320 2.81

Organic matter (%)

RH% pH 8.13  8.05 8.47

& Nitrogen (mg/100g) 138.69 85.33 173.53

A 110.19 131.35 134.28

Available nitrogen (mg/kg)

KRR B 0.72  0.66 0.79

Water-soluble salt (g/kg)

SRR 119.6 165.4 121.6

Available potassium (mg/kg)
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FERE R T IR RIS IR IR, ARk
o SRR B -5 A R ZIAS IR TR B
M2

T SRR AR T IR R AR B E AR AR AR
ST IR BRI AT, 430 oA e B (H R T B
) . LR MU 2RI AE) . B K
WIOMRAE ZIAEA ) 3 Y, EE R 8
HEZR KA HFEAT 2015 F1 2016 4ELEZEMG R A7 3
Jo TELLAR IR AT ThA% S ook A

FEA R AR I e 5% 15 % B AR PR B I ML R ] T
% 5 cm DUFAY RIS BAEA, AR R AEA
R F A AR AR AR o B> b HRR FH a5 vk
TTHURE, BN IORE R 3 IR

W B R S B AR PR BT S, FREL
0.5-1.0 g WBrt2EA 50 mL B0, SR
A 0.1 mol/L (pH 7.0)BfFRZE vh¥ W 25 mL, JiE
W 10-30 s, FFLAEHR 100 pm B 3E ML uE
12 000 r/min &5.0> 2 min J5 3+ F3F, A 700 pL B
R MR, IRAIGEHA 2 mL B0, —80 °C
(e NE

W LA AR R A 50 mL 5.0, 125 mL
BERRZE v (pH 7.0)BEIRIEVE 2 IS, 4% A 15 mL
B, 50 Hz #5330 s [AIBRIETE 10 min, KR
FTE, PRHR PRI I BUEA 2 mL &
D, —80 °C fRAF% .

1.3 FENRIRERADEEN AMF

R AL ST IR BRI L 5 22 B4 T I
BRI R A TGS IR A 3 Je L LA IR LR 1)
BEER, SKEMEEL 12 BE, EAL
i, B REEEN DR EME RS, &
TOCMB AR 3 A, KR A NRE
25 °C, JEJEMIR 16 hLHE, 8 h 2BHS ., &AM
WHE3IANEL,

BUEESR 3 R R AR B, BT 50% LB
H R o e BT DR AT 19 S 45 A5 A Sk K
VETH, BT 1 om /DB, BDHLIX B A R

ABTH 50 4, SEETF 50 mL 10%F) KOH iF ) H,
90 °C 7Kif 30 min; SRJEZRIBAKMVE 3 Ik, UE4TR
TFK4y, 50 mL §ddE H,O, 90 °C Jiiif? 60 min; &
T 50 mL 5%, KA 5 mn; & T
50 mL 5% W2, 90 °C Yefd, 5 min; 7&K
MYk, ETARRHONFLER: H o K=1:1:1 B¥ER
B, FHBEIR 40 r/min €5 10 min, ZEM/K ik )E &
TR TSI A .
1.4 THPHESY DNA B91RELS Nested-PCR

K H CTAB 7E 2 8 AR 2 b A 1Y) A
DNA; MBR -+ iEY DNA AIREBCR R &
Power Soil DNA Isolation Kit, #2H{ DNA 7£ 1.0%3%3
JI B 5 Jis b Ao E RS I O T, [ B R
NanoDrop 2000 Il & HHE .

Nested-PCR JZ W F2J¥: #i—IK PCR Jz )ik
f:: 98 °C 5 min; 98 °C 10's, 60 °C 15 s, 72 °C
2 min, 40 PMEFR; 72 °C 10 min, §1# B 1.8 kb
(SSUmAf-LSUmAr); 5% I PCR i 544%: 98 °C
5min; 98°C 10s, 63°C 15s, 72°C2 min, 301
¥ ; 72 °C 10 min, ¥ B 1.5 kb (SSUmMCK-
LSUmBr), 51#f5 B 2,

% 2 Nested-PCR 3|45 %"
Table 2 Primer sequence for nested-PCR"

519 ;g

Primers Sequences (5'—3")

SSUmAf1 TGGGTAATCTTTTGAAACTTYA
SSUmAf2 TGGGTAATCTTRTGAAACTTCA
SSUmCH{1 TCGCTCTTCAACGAGGAATC
SSUmCTf2 TATTGTTCTTCAACGAGGAATC
SSUmCH3 TATTGCTCTTNAACGAGGAATC
LSUmArl GCTCACACTCAAATCTATCAAA
LSUmAr2 GCTCTAACTCAATTCTATCGAT
LSUmATr3 TGCTCTTACTCAAATCTATCAAA
LSUmAr4 GCTCTTACTCAAACCTATCGA
LSUmBr1 DAACACTCGCATATATGTTAGA
LSUmBIr2 AACACTCGCACACATGTTAGA
LSUmBr3 AACACTCGCATACATGTTAGA
LSUmBr4 AAACACTCGCACATATGTTAGA
LSUmBTr5 AACACTCGCATATATGCTAGA
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1.5 AMF £REXERMWERFSI D

25— PCR S i, R 1%A935 i HiE
LKA PCR 774, 4 BeR/Nly 1.8 kb 1Y)
PCR J“##i Bt 50 f5)5, B2 pL HIF25 K PCR
SN AR o R 1% 114 35 i W 05 e v K A 7S
W, KE - BER/INA 1.5 kb () PCR P-4 5 - A g Ak
%% (Peasy-Blunt Simple Cloning Kit), #J## AMF
FERISCE . ) i A BEfE NS, A MI3F/R 514
#EFT PCR %5E , SRIFRENLPKEL 25 A 5apeiid il
Fe . DN T4 51 7E NCBI 348 )% 1 BLAST 2%
R TR EEXT, B S5 EH AMF 288 Glomus
(HQ857094, JF439126.1, JF439127.1, JF439125,
JF439145, JF439144, AM713411, AM713414),
(FR865447 , FR865446.1) .
(KC515520.1 ,  KF206453)
Diversispora (KJ850190, KT444714, KT444708,
KT444709, KT444710). Rhizophagus (FR750091,
FR750088 , HF968989, HF968987, HF968987,
JN417514, IN417515, IN417516, JN417518,
HES17882, HES817819, HES817822, HES817829,
HE817898, HE817986)FF 5 HHLE L E] 97% LA |
MV —2, SRIGFEITHZERER AMF M
1.6 HELE

Shannon-Wiener 6§48 H=—2XP;InP;, Simpson f§
¥ D=1-3P?; Pielou(si)¥ =) B84 E=H/Hpax, Tt
th P=nidN, Pp PSR TS B AR
Fefil, n A 1 AR, N OETEREE T )
T RECZ T3 Hiuax R 5K B0 24 1 4
B, Huw=InS, S REEE DI EIREO . KA
SAS 9.0 AT BEEIIHT

2 HR545H
21 AEHMSLTIES AMF BEESREREAS
EE

S T B 3 M R OR AR I AR PR
FEAE AMF BAHE, 7RI 2504 T IR 20 xR
KAE BB R i S AR R AT T Y e R

Entrophospora

Archaeospora

GERRWTE 3 AR A A ) S8 AR
RHEYMELR T AMF KR TR 22 DL SR8 i A7
TE(E 1), BEHIIX 3 LS L SEREAS R AETE AMF
[EiE
22 FEHEADEEFRIFERIRAE T AMF BHF
ZHEM

LT 5y Hr, 3 ASHLXARPR £+ HkAs 53 A4
ARSI, HHRHIEF 17 D (Glomus 7 4,
Entrophospora 5 >, Archaeospora 1 4>,
Diversispora 41%), ZIA&I/RIEIR 234~ (Glomus 514~
Entrophospora 5 ~. Archaeospora 3 4~
Diversispora 10 1), #EKKFS 13 ~(Glomus 4 4~
Entrophospora 4 1~ Diversispora 5 1). KHFIFI
LI IR IR RAE 1) S AR PR 1 AMF ZRBE A
RETHEMRRNIIREA, Glomus. Entrophospora .
Archaeospora Fl Diversispora J& RIFFZIHE IR K
FIARFR 2 AMF B9 2 2R, (H27E Bk
PSR b S P REAS R AMF ZRBEIAIX =F AR
6], H Glomus TERIFTFNLLAS SRR AR F
FEA R 41%F01 22%, Entrophospora 5354 29%

i

Vesicle

PEIRFE 22 B
Arbuscular
hypha T
— _ _RSjm
B 1 FARRZRLEANE IS TEERPEE
AMF H&#

Figure 1 Detection of AMF in soil samples from test sites
via root dying

{E: A, B: AMF fEHURNIEHE LIRS ; C. D: AMF
TERRIR N AR T 22 T TSR St

Note: A, B: The vesicles and enlarged structures of AMF in root tip;

C, D: The arbuscular hyphae and enlarged structures of AMF in
root tip.
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M 22% , Archaeospora 43 5l N 6% F 13% ,
Diversispora 5354 24%F1 43%; R ATARPR 1
HAH AMF HA1$HE Glomus . Entrophospora #
Diversispora 3 258, MXFFEEDHI R 31%. 31%
F138% (K12) M FIREEHRKTE, Glomus & KIHAS
LA R EIR PR L AE T AMF B RAE, TR
FERAARPR LAER ) 3 FICRRI AMF ZRBER) 204
AR FEAAHIE .

WERPHAG 56 MARUTH, HAPIIAT 18 4
(Diversispora 12 /1>, Rhizophagus 6 1), ZI¥&/RKE
¥ 20 ~(Glomus 2 1~ Rhizophagus 18 1), MK
18 N(Glomus 3 1>, Rhizophagus 15 1), 3 A
(] 1 DX EH S AR RAEAS Y AMF I I 2H 74K
W AR, KIFRRAEATE AMF BEAE
%N Diversispora 1 Rhizophagus, FXF=E 435K
67%H1 33%; ZIA& IR IR FRIFRR AT AR RAEA Y
AMF ZBBEF %N Glomus 1 Rhizophagus, WA
[l M S AR RFEAR R AMF 3= ZESRE A AR X 32 5 43531
1 10%A01 17%A K 90%A11 83% (1€ 3).

3 AN [A] AR A 1 S S AR PR - AR &R
AMF 25819 Shannon-Wiener #5841, Simpson $5%K
Hl Pielou 5] BEFRECIN 2 I ZE KW, KIERT | 21
kIR B FIER IR R A AU PR 1-H AMF 1 Simpson
TRECH Pielou ¥5) e 0Bch B 525, MLk
IREIRHEA ) Shannon-Wiener #8 %AD& Tk
TR FERIR RS FEA (K] 4) . S RAEAIE ) 25

u Glomus O Archaeospora
O Entrophospora @ Diversispora
~100r
% 90t
= e 80f
~8 70t
Lul= 60t
=2
pradi 50
Eiz’ 40¢
<= 301
o 20r
1 N
< 90 L L -
KIS LIARIRIEIR IR AS
Dajing village Honggeertu village Xumayao village
2 ARFH#FM S SRERIRL P AMF EE#A92HR

Figure 2 The composition of AMF in potato rhizosphere
soil at different sites

B Glomus Diversispora 0O Rhizophagus
1007 T o
> 90r
= 80r
o R
=5 60f |
22 sl /
= > 40
22 /
s 20r /
z Nl .
KIEAS LI IR RIS TRIFRRAS
Dajing village Honggeertu village Xumayao village
3 FEFRHHSDRERFAP AMF LB894HM

Figure 3 The composition of AMF in potato root at
different sites

L Do) Ozrks/riky  ORKRE
Dajing village Honggeertu village Xumayao village
& 25
=
£3 220
Ho g~
%
=T
=2 g10f
DEE
g .g 031
Q
22 00
N
o«
™

4 TEHRSLERFLS AMF ZHEEHLLER
Figure 4 The diversity index of AMF in potato
rhizosphere soil at different place

T ARITEHMURZE R B35 (P<0.05), .

Note: Different letters represent significant differences (P<0.05),
the same below.

R, KIFE AMF 28841 Shannon-Wiener $§
0. Simpson F8EUF Pielou ¥275) B8 8055k
1.10, 0.67 1 0.41, B & TLLA/KER(0.40,
0.19, 0.17)HIEERAT(0.56, 0.29, 0.26)FEAM &
PIZER, LIRS IR R R AR IR R I FE A AMF
I %€ #¥)  Shannon-Wiener #5 % . Simpson 1§ %{H
Pielou ¥)5] BEFe 42 [ A ik 2 25 (1 5).
23 SHREAFEBHMNRIRLIRIRAF AMF
EREZ RIS

3T S B ARPR 4 RS AT U4 60 14,
HAPRY 18 N(Glomus 12 4~ Entrophospora

1 4~ Archaeospora 1~ Diversispora 4 %),
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WJSER Oarts/rEs  ORRRA
= Dajing village Honggeertu village Xumayao village
S 14
= a
B
E2 1o
3= .
£ 208f
DE 06 a
=7 ab ab
< 204 b
BEol b
Bz02
S 0.0
= o W @\0&:&
A S <
(\0‘\«\e 3‘6\9 ‘16&\
oe® e

5 ARIMSADREFRAT AMF ZHEMEHILR
Figure 5 The diversity index of AMF in potato root at
different place

ZEIE B 22 AN(Glomus 13 A4~ Archaeospora 2 )~ .
Diversispora 71%), HZEIE K 20 4~(Glomus 13 1~
A . Archaeospora 2 A~ |

Diversispora 4 1~)o 48 H IR HZE I KA bR
THEAR PR AMF #2E2 T U iU A,
RO ZE I R AMF S B R TR

Glomus .

Entrophospora 1

Entrophospora . Archaeospora Fl
Diversispora 4 FPZEHY s FHor iy HA R 25 K A
A Glomus AHXTF L4358 69% 1 64% ,
Entrophospora “}j 3% 4%, Archaeospora N 6%
F 12%, 1M Diversispora 7 22%#1 20%., HLZETE i,
MR PR L FEA S AMF 258 R $5 Glomus |
Archaeospora F1 Diversispora —Fh2EH1, HAHXF=F
FEAY 5K 59% . 8%F1 33%. Hirf, Glomus J&- 4%
S PEETE U AR K IR PR 1 AMF
AL HE(E 6).

3 ISR AR R R RARART ) 57 A4,
HA ¥ 18 N (Glomus 8 1~ Rhizophagus 10 1),
2SI i 18 A~ (Glomus 6 4~ .Rhizophagus 121%),
B2 KM 21 N (Glomus 6 1~ Rhizophagus 15 1>).
RSN A B IR & AMF RN RIAT I 25 1
#Z5, B Glomus F Rhizophagus A ; B HFE
A AMF ZEBERIRINS 32 B2 23510 44% 1 56%;
B ) BIR AMF 288 A0 X = BE 451 Ry

33%H 67%; PRI R FIR F 500 29%
F1 71%. Rhizophagus J& 3 S8 B & & BB
AP HE AMF Wi, HEE S8 ENAE
KRB, Rhizophagus ZEFERHIXT = BE B 169
56%3 N 2L RIHA 71%, MIE Glomus
EHE B AR 5 BE T A Y 44% T B B B 251 K 1
19 29% (& 7).

RIFH DR EAA K T B Br AMF 2454
e 45 R, AR B LFEA T AMF (1)
Shannon-Wiener #5450 3 5 T 2508 b A 2k
JiE A 5 17 Simpson $5 501 Pielou $45] FEFEEUE S
BN 3 DA R B BA BE 2R 8).
3 AMAFEBNBMRAFEA T AMF ) Shannon-
Wiener 8% . Simpson 84U Pielou X475 i 45 %4 [a]
WA Y25 (K 9),

m Glomus O Entrophospora
mArchaeospora & Diversispora

AMFAEXS F 5

AMF relative abundance (%)

Hil Yy BeRlg
Seedling Tuber formation Tuber expansion
stage stage stage

6 SRELFFERXEMERRLS AMF AR EL
Figure 6 The composition of AMF in potato rhizosphere
soil at different development stage

M Glomus E& Rhizophagus

AMF AR
AMF relative abundance (%)
NW AUV JXO 5
SO O DODODODOO O

—
SO
T

Hil YESB i  HeERg
Seedling Tuber formation Tuber expansion
stage stage stage

7 BREFEXEMERIRAS AMF HRAE L
Figure 7 The composition of AMF in potato root at
different development stage
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[ et
E 20 See_:glir/lg stage
wm<_ 18¢ O BRZETE Wi
HB 'é 1.6f Tuber formation stage
5o LA mPEY N
Qﬁ E % %% Tuber expansion stage
= 22808t a a
< 22 0.6f a a
H2E g4t :
£ = 02f
2 00 y :
. o &9
Qﬂq‘\e“ e\@@&\@
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Figure 8 The diversity index of AMF in potato
rhizosphere soil at different development stage
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Figure 9 The diversity index of AMF in potato root at
different development stage
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Figure 11 The composition of AMF in potato root after
continuous cropping
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Figure 12  The diversity index of AMF in potato
rhizosphere soil after continuous cropping
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Figure 13 The diversity index of AMF in potato root
after continuous cropping
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