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HIRLERE Vps7T4d EEHRIETE R HINEE

%k ZFah PE YWE EHY FEF REK FHE
(MIFRAEMUERIE R S0 TR SHARBEHEALRE Kk 300071)

8 ZE: [#%]1 Vpsr4/GOLPH3 4L 3 RAKRZ B AMEIMe Xt & E, FFHEE RN
BAERRRBLLBE RO B F, A AL S50k, [Ae9] S 2 R4 Vps7d &8, K
RREZRRAEHRLE. BArit. BEARARRRTARTHAE. [FiE] RAELFF
ik, YRR QBRLEEE VpsTd &G ; RARE PCRANFHRIREL T &, MEOBRLE
 vps74 F B B Kk H AR VpSTAAIA B ANE #& VPSTAC, KA R&) iRAEF 7 ik, K5 VpsTa £ a1
YEREEWEA L. BAQyit. BEARARBRIEFHIE, [ER]) aRELME T FAERA
#9 Vps7T4/GOLPH3 Fl /R & &, VpsTa 55& Qe A5 42, vps74 A R4 K F 3 O R LB 5
FAyibted). BARERD . FWRAUEAZ LS LA D EEK, [454] Vps74 i@id 3
R A e, AL AE. W, BRAXARFIE, EORLBERRILTREFETEHEA.

K§EiR: AMRLBE, Vps74/GOLPH3, #EAMASAH, Za ik, BEKRLE, BRak

Characterization of Vps74 in Candida albicans

ZHANG Bing LI Hong-Yue LIANG Chao PENG Li-Ping REN Tong-Tong
Ll Jan-Rong YU Qi-Lin LI Ming-Chun’

(Key Laboratory of Molecular Microbiology and Technology, Ministry of Education, Department of
Microbiology, Nankai University, Tianjin 300071, China)

Abstract: [Background] Vps74/GOLPH3 is a key protein involved in the glycosylation of the Golgi
protein, and an important phosphatidylinositol-4-kinase effector and phosphatidylinositol-4-
phosphate sensor participating in a variety of intracellular signaling pathways. [Objective] To
characterize the Vps74/GOLPH3 homologue in Candida albicans and investigate the role of
Cavps74 in stress response, secretion, morphogenesis and pathogenicity. [Methods] Seguence
aignment and analysis were performed by the relevant biosoftware. The gene deletion strain
vps74A/A and reconstructed strain VPS74c were constructed by PCR-mediated gene disruption. With
reverse genetic analysis, we further investigated the function of Vps74 in protein glycosylation,
stress response, secretion, morphogenesis and pathogenicity. [Results] There is a typical homologue
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of Vps74/GOLPH3 in C. albicans which also plays important role in glycosylation process. Deletion
of vps74 resulted in various effects, including decreased secretion ability, morphogenesis, adhesion
and loss of pathogenicity. [Conclusion] Vps74 plays a key role in protein secretion, morphogenesis,

adhesion and pathogenicity in C. albicans.

Keywords: Candida albicans, Vps74/GOLPH3, Glycosylation, Protein secretion, Morphogenesis,

Pathogenicity
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(1) EARKRERT T FHRZFE M A AR I
W, TETE RN, PR ZLIERERT DLIE I SC R
SHE LIS Z A B, WeRSABTH
fRATE EHL, MY SA BT IHAEE BRN T
W%, (2) RIINERETT. 5 EA S HARKNR
PERYGE, ARG 5 R Y IR AR A T B
38 H AT BCMIE T 0 26 0 L 2 A AR
44 (Reactive oxygen species, ROS)|¥H AL, LU
WS AR YL R E o PRI R E R I AL R P
BT e ST e N SR (B A5 (553812 L 4
U N B8 A% | 2P I R AR AE) , INTTAE T
&M T B RE AR LR, AERr AR s L
AL (3) MUSMEE . FIRZZIERERT 43I M S
A BT H RS AN SERBOMEE Y R, Rk
JLAEAE RN A Bt — 2 i g

H A58 % 3L, % 5 19 JUL B (Phosphatidyl
inositol, PI)f&-5 3 % 23 A7 75 T A% AL 15
SR T, TEM NG S 1R A P A AR i
R RIEOCHER, IR R B Rl A AR e LA
BT ;7 AR IR AL DR T 1 Wi RO, 2 1 T 52

B, FH ST B R A T LB
TP 1% 1 (Saccharomyces cerevisiae) 1, Vps74 &
NSRRI LB-4-75 1% (Phosphatidylinositol-4-phosphate,
PLAP) 1) BN R F- , 8 11 7T AR RN S AL RS il
(Glycosyltransferases) 5 COPI A #t /M
(COPI-coated vesicles) il , JEIMAERFHE L RS 1
TE R /R FEAR(Golgi) b By, sEmi s RIEEA Y
PR A S i R vps74 R sk S8 H SR bl
i Kre2p. Mnn2p. MnnSp. Ochlp Ef7ZL,
MR /R IR N-FEIEAL AT O-Fi 3 Ab ™ H fik
Ba*9. Vps74 ZEFLEhY h AR 11 GOLPHS,
ZEE WA SRR ALRE-4- B2 (PIAP) 25 & 1Y g
1, HHZE A LEE TS A NIERE T MYO18A,
A LB A S 00 5 AR R 5 S B 281 A,
GOLPH3 AJ 25 mTOR {55 53@ %, i I 5% Wi [ g
40 B St 25 2 (Rapamycin) (1 s 5t %
MR R K B, GOLPH3 1R R £ 5 25 i e 4
MI¥E5E . B85 . RIERE ST RIREAL, AT R A
TERN AR RS . Ak, 7885 Sk (Drosophila
melanogaster)  AFFE & B, GOLPH3 A LLid 5%
M) 5 i TBE UL T 15 5l B 2 S Ll 38 L 3l 38
N AN (G E R, IS R F 20 i
(53248 SRRSO 2L PR 22 R rp 2 75 ]
FEAFAE VpsTAIGOLPH3 I [RIR AR 11, DA 2
GHAZRAERYIEE, E45 AR WHGE

AHIF5E T L A1 Ee R EEE AT, TR AR
TR % E T — M TERY Vps74/GOLPH3 [A] i
[ CaVps74, i1t 5 @bk T B R FH R ) it (52
Jror i TIZE e VR EREh R ThRE, 4551k
MZEAEEANW ., SRS BRP R EE
hee, M SEN R 22 R R EoR T
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11 E#k. RRFIsI4)

BT FHBEREFN SR LR 1, 51403 2.
12 FEIRXFIFOMNEE

AR . R 2 3350 S5 H Sigma /Al ;
RNase A. dNTPs. 4 Ifili# [1 4K [l (Bovine serum
abumin, BSA)SEI [ b at i B A W H ARG BR 5T
2 Fl; RPMI-1640, M199 }i3Lk K A Gibco
/~l; Taq DNA RA4T . DNA S FEbrifEll [ K
HRAEALRHE (a0 A RA F ;AR A2y dh ol
FEr=o#ral. PCR X, Gene 23wl BERARAL,
UVP A H]; FEAHIKIY, Bio-Rad Ad]; 2%
5%, Olympus A,
1.3 1EFEE

YPD F SC ¥537 5(SC-ura [RAN a4k i

R 1 KA ERFRAL
Tablel Srainsand plasmidsused in thisstudy

29 80 mg/L FITEE FRFFP . 254 se il 2 B 37 4 .
PR TE R YPD Ki 3R H1 % 50 °C, i HEAH N
W EEEIK[5 mmol/L i A b E(H0,) . 4 gl FiHZs
1 (Terbinafine) .2 g/L Pit4: %% % B (Amphotericine B)
5 0.2 mg/L KIAZ5 4+ (Caspofung) |5 25 in A K5 357
e, EPEHR, RRE RS AR S BRI . VD A A
WERE IR (g/L): FEEIR 10.0, MgSO, 1.2, #i%ghk
40.0, 2K 1% (B L), 7800k E R A 0.45 um
VBT E, % pH & 5.4, 1x10° Pa K 30 min.
BSA 155, #ZHE 10.0 g/L, 1 000x{diIc&%E
% 0.1%, 1 000x4EEZE ¥ 0.1%, 15 pH 2 4.4,

1x10° Pa K 30 min J5¥3 41 % 50 °C, ¥/ 0.1% (5
AR M BSA, WAL 20 o/l 1IBHE
#o 1 000xf it JLER M (g/L): ZnSO,-7H,0 22.0,
H3BO;3 11.0, MnCl,-4H,0 5.0, FeSO,-7H,0 5.0,

Strains and plasmids Genotype and description References
C. albicans strains
BWP17 (Wild type) ura3A::Aimma34/ura3A::Aimma34 hisl::hisG/hisl::hisG arg4::hisGlarg4::hisG This study
VDSTAAINPSTA ura3A.:.:/1|mm434/ura3A::2|mn434 his1::hisG/hisl::hisG arg4::hisG/arg4::hisG This study
vps74::argaivpsr4
ura3A::2imm4d34/ura3A::Aimma34 hisl::hisG/hisl::hisG arg4::hisG/arg4::hisG .
TR vps74::arg4/vps74::ura3-dpl 200 U BETE,7
ura3A::2imméd34/ura3A::iimméd34 hisl::hisG/hisl::hisG arg4::hisG/arg4::hisG .
VPSTac vps74::argd/vps74::ura3-dpl 200 vps74 UL
Plasmids
PRS-ARG4ASpel Containing arg4 marker, Amp’ [9]
pDDB57 Containing ura3 marker, Amp’ [9]
pDDB78 Containing hisl marker, Amp’ [9
pDDB78- vps74 Containing hisl marker, Amp', vps74 This study

*2 KWHFRASIY
Table2 Primersused in thisstudy

Primers name Sequences (5'—3')

vps74-5DR TTGAACTCATTTAAATATTAATTTAGTTGAATAATTGGATAGCAGGTAAAAGTTTTGT
CATTTCCCAGTCACGACGTT

vps74-5DR TATTATATTGAAACCCTTGACTATATGTACTTATATATATATATATGCTAGACTTCTTGT
TGGAATTGTGAGCGGATA

vps74-5det CCCAATCAATCTCAACTTTTTCATT

vps74-3det TGATCAACTAGGTGGTGTGGA

vps74-5com CCGGAATTCTTAATACTTGTGAGGATT

vps74-5com CCCATCGATTGGTGTGGAAGTACTTGA

I ner-vps74-3det TCTCAGCACTAACATACTC
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CoCl,-6H,0 1.7, CuSO,-5H,0 1.6, Nay-EDTA 50.0.
1 000x4E L RIEW(G/L): MR 0.1, HEEET 0.1,
4e/E £ B10.1, K 04, EEEFRR 0.1, M
2 0.1, RPMI-1640 1757 %5(g/L): RPMI-1640 #iA
10.4, NEERR 4.18, BFREN 2.0, ¥ pH & 7.0-7.4,
TEUERRTR, A RTAS INZOR BN 80 mg/L (1T IR
. M199 B5353E(g/L): M199 ¥k 9.5, 4-#2 23k
WK 2R 35.75, i pH & 7.0-7.4, 1IERRE,
BRI I ly 80 mg/L B JCHIIRF . Spider
B3I (glL): EFRAY 10.0, HEERE 10.0, KHPO,
2.0, P8 pH £ 7.0-7.4, E{AEEFRILEM 2%0935 8
¥3, 1x10° Pa’K [ 30 min.
14 BERLEBSMEK

IR 22 o BR 1R e AL A R R R AL A i, BTy
22 WICHK[9)
15 B{RLEE T vps74 £ E R B R FA R 4 E #E
B

i PCR 404 [RI s B 41 )y P R PR 2k
PR vpsTAAIA, BAK) 12 BESCHR[9) o [BIAMNA#R Y
PR AR 7 R IR E AL 75, FF vps74 3K (G5
JashT. ORF X, 2 k45X 38) v b 28 A Tk
pDDB78 I, B Ak ik A kK vpsT4A/A, H4
[0 KM R VPSTAC, BBRIY S E R PCR J7i4E,
1.6 &b MBS % 555 BR B (SAPs) BY #E B L K F
X i

% 30 °C. 180 r/min HiFERK TR AGEAE VPG
MRS, TR TR ODgoo 24 0.1,
30°C. 180 r/min RZ%H55% 16 h, Fo4ri%AT SAPS
K. 4000 r/min B0 2 min YA HIARLNIG, FJCHZK
PRI 238, HET 500 pL AFARMEZMEw R, A
200 pl BEEER, YRGBCPERAS. K an i 2 T
4°C, 13000 r/min &/ #5.0> 30 min, 153 FiE W ED
SRR o I B VR S VR B T SR S AR it
TT8E—, R PR 22 1H: 2 TR s T B 5 Je L K ) 45 4 1Y)
EERES T8, R SAPs YL (o)X BE e kA T4
@1, WL SAPs [Tk 0158 LR W HOBEEAL K F

17 E AN E

4 30 °C., 180 r/min B5FEd 5 TR A 12 2 ik
) YPD 53738, 84K 4R ODeo 4 0.1, 30 °C,
180 r/min YR %15 4-6 h, (HREARLIIAL T IES
ZURIXTERIE . 4 000 r/min 5.0 2 min WS AL
L, FHJCH PBSVAWREG—iE, FET PBSH, M
#% ODgoo M 0.2, #H47 10 L EER RS, ikt 4-5 1>
BRI B2 ub BRIV, 545 R I PRV R I
FIF YPD “FAR AR USSR 7R 5 AR b 4
SFHRAE 30 °C HIRIE AN FE G SR 1-2d, WA
HRA KA L
18 EBSWEENNE

¥ 30 °C. 180 r/min £ FEab ik AL
B YPD SR, PR WA TR AR E ODeoo
4 0.1, 30°C, 180 r/min &% 15 5% 4-6 h, A
2 Jf A T R 2 0 BB B o AR 0 2 Ty
2. 4000 r/min B0 2 min PCAE AR, IO
PBS ik , T E T PBS Hr, A& B {4V Jif ODgoo
05, L2 b BHLSFIT BSA AL, H#FAR
BT 37 CHHEE RN E ISR 5-7 d, WA E N
IKFRENIE B WRARRE SR ik HiRgES
TR BSA K33k 184 ODgy M 0.5, BT 30 °C,
180 r/imin ¥R %3555 8-30 h, BUAERIEF W HiG, &
SDS-PAGE 75, RHH Sk R-250 YL A
PP, Mife )5 AR BSA AR L.
19 BHRZLEBEESEZLEREIHNE

4 30 °C. 180 r/min 35 377 14 TR A 42 31
YPD Rigfdrh, ZRSLRETE 4-6 h X800, [EA
M JT e 2. 4000 r/min 2.0 2 min WE A,
FHJCT PBS YEisk—ifi, %% ODgoo & 0.8, HX 2 pL
FWRFRITUY S 80T RPMI-1640, M199. Spider “F-4
b, BT 37 °C ISR 6-8d, WA TR A [H
2B BRI o BRI AE J77% . 4 000 r/min 5.0
2 min WEERFK, FJCHE PBS Mik—i, HiEE
RPMI-1640 5553, %% ODgy 2 0.05, T~ 37 °C.
120 rimin YR 5555 3-6 h, /- 5I7ER 9% 3 h Fl 6 h i
TR, BT S N WA 22TE I O
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110 BB ARG ERERE DS

'} 30 °C. 180 r/min =L A 4 000 r/min
B 2 min, R ARTTIE TR T 0.9%01) JC R A 3
ok, JEEE AU N 5x10° NHiE/mL . BHEE
fE RO K451 4 JR1 Y e | CR /N (TR EE 15-20 g)
VER IR s £, SRR E kG =R T
G, B /NI RGO 100 b (FF[FT
5x10° M), R EARERGE 10 FUNRL. [ SR
YJEHE 1 RIFMRIE I s/ NRIET B L, il
Z?HH%% TEIRYLER 8 RIwt /N g, B

HEFT BRIV T S B P PR I TR B L BB T o

2 HGREAH

21 HBB«4EE VpsTA EHMEE
Wik NCBI [RIVEFES X0, K IAE AR

A Cans74 AKQSTERERNSDSFDESRSEASE . lepnmc:
Schs74 NRAE DISSIHSS Ikcnnmmvnsnl:
HmGOLPH3 sn s :.vqnnn-:n AACKERAAGEGAGS . . SEDEAQSR
DmGOLPH3 :vnnsvmn GGAEGGLNANTEDE. .HgDaLONL c;
Consensus
CaVps74 MEITEVNEE n EEp
Schs74 IRILCE 555
HmGOLPH3 LQLEACE
DmGOLPH3 I:Hsa GI.C'!' m CH
Consensus TG VLLDE L
CaVps74
ScVps74

HmGOLPH3
DmGOLPH3 g
Consensus NF LFDM mp

CaVps74 LsHGSPLELGL CETERSSASELQ ARMEST
ScV’ps74 LERETELGVSY HEEIENNEGHD smmm
HmGOLPH3 ......ovv... ECLE. m ......
DmGOLPH3 ....onvn.n. l: AESAR ......

Consensus

DHEIREESTLEGEIEE
GTHERHIAMSE sumnnm:s LT

nzsur_ A IETEES

I} gyl 1 % 199

Ti n ; : I 2 192
W 'l' b v Rl o 188

M £F o ff /£ Vps74/GOLPH3 [d] i & H ,
orf19.1514 4afi%, ¥ HAxskh Cavpsrd. ZEFH
340 AR R, HonfdH K 41K 1 023 bp, i#
i NCBI (https://blast.ncbi.nim.nih.gov/Blast.cgi) ¥
)X & B 1A), CaVpsr4 5 iR i g £
ScVps74 1) 24 B IR Y SV M e v, — Bkl

60%. [A]IT &I, Vps74/GOLPH3 T4 #) ALk
f5F, CaVvps?4 S FL3h%Y HsGOLPH3. Fig
DMGOLPH3 [1)—Ztk 53511k 49%F1 42%., [R~F45
¥y 38 4y M &% B (& 1B), CaVps74. ScVps74 .
HSGOLPH3, DMGOLPH3 #4547 LAl GPP34 4%
Pk, I BAE LR 751 N Sk HA S s 2R
(RYESFIEFIM | 4l Cavps74 & A7EDRE F
FHXTARST

El

C KGB
N =
LTLMEEVLL GL D EGY SFWND IS LRGC

® 192

LSGBTWN K YQL VRERLAK LV KG L TE

THE YEENRTISHEVERN VO D TVSHEQEB A T8ERY viL iR CESZFEEN 202
AIRRRVLSVIVERNMELS. .YNEYEPETTISEXI CGS VITIRE YEXI Q!SG!‘I’!D 299

I.. RL IRKVGEAVIDE........... PHRHD FARMLDECYEIBTHEVRGEEC. . ... ...
; cm.vqunsvx.lu ........... pcmm n n CYEVEMEGVRERLC. ... .... 269

CaVpsT74

ScVps74

HmGOLPH3

DmGOLPH3

1 AEEH Vpsr4/GOLPH3 &R F5 bkt RARST #9524
Figurel Sequencealignment and conserved domain analysis of Vps74/GOLPH3 in different organisms
TE: A: NCBIFEL)F A XM AR A M (IR 228 B Ca, BRIGIERE Sc. A Hs, SRIERME Dm)Hh Vps74/GOLPH3 &5 11— Bt ;

B: HAMRTEH T

Note: A: Sequences alignment of Vps74/GOLPH3 homologous among C. albicans, S cerevisiae, Homo sapiens and D. melanogaster; B:
Conserved GPP34 domain of the V ps74/GOLPH3 homologous in different organisms.
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2.2 vps74 SREKE MR K B AMEEBI MR
Syt — 25 F R st AL 27 S V psTA 1E 1
R FERE P W2 DhRE, W T AR RSN
BRACTEMR . PR 2 A, DRt A
Rl B BRI G BB UK vipsT4 FERIY) 2 45 DL kA 7
% o FATTR A PCR A (1 [R] Y 21 40 e AR A 7 56 1A
BRI ik vpsTANIA BORSEES ) Fi RS - BRI
ZSYEHAT T PCR Bk, B4 DI RISl TR Pk (2%
G F VpsTAAINPSTA) LA AT LITS 2] 2 572 bp (argd F
B)F 1 554 bp (vps74 FBr), WU U1 ELR Gk g ik
(45T vpsTAAIA) T RENS 15 3] 2 541 bp (argd
B)F1 2 189 bp (ura3 FEk). mildl 2A AT L, PCR
IUESE AT A WU, AR T IE A 114 J PR R 2k R ik

C‘;\\&
A <
¢
& o W ”\“‘y
bpp ¥ & @ &
4500
3000 2572
2189
2000 1554
1200
800
500

(45 F vPSTAAIA) o [PIRRGR PR (48 R FH AR S5 A7 [
WREA T, BN vps7d KAHEELE hisl
FERAL S . FIAER A PCR ik TIRIE, il
1| 911 bp i F Br. & 2B AT UL, [EI#MET R VPS74c
PR
2.3 vps7TA SRR BB SR L EE NS
PRI B vps74 BRI ()l 25 BORE B AL it
Ktrl 52 iR SR R W i s R SR ARG 78 2 Wi oy
A, TSP B AR S I BB B, T
Bk Vps74 1 Bt 2 SRR L e,
TSR PR 22 B BR AL A MintL (S5 RS LR
Ktrd [A]J5)i1 7 GFP (Green fluorescent protein)bric,
WEL T Mnt1-GFP AR A o7 . Z5 5 R IR 3A),

g N
S
&

()
AR
bp W ‘ ¥

\'Q" ‘é\ bp

4500
3000
2000
1200
800
500

911

B2 BiREEE vps74 ZE ERKE TR vpsT4A/A B EI%MERE VPS74c BYIEIE

Figure2 Identification of vps74A/A and VPS74c by PCR

T Ar FPETUEDN R Bk CR 5 T vpsTAANPSTAFIXLYE DUIE R R R (2645 T vpsTAAIA)Y PCR HiiE; B: [EIFMETE VPSTAC

i PCR B IE.

Note: A: vps74A/VPST74 and vps74A/A identification by PCR; B: vps74A/A identification by PCR with the wild type as control.

right field

3 vps74 EREGRAN BIRABE EIHEELRE HRIF I

Figure3 Deletion of vps74 affects glycosylation of C. albicans

Mnt1-GFP

Merge

e Ay BHEEEFERENE MntL @i HT, PRy 5 um; B 3R AR I BAR 1 (SA PSR B (LA AT
Note: A: The intracellular localization of glycosyltransfease Mntl-GFP in wild-type strain and vps74A/A mutant; Bar=5 pm; B:

Glycosylation assays of SAPs.
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HF A BB R Mnt1-GFP S BUBE LUK /M, SR
IR AR —E, 10 Mntl 78 R EEEE
WREAL TR R IEAA, T vps74 B2 5 53 Mnt1-GFP
SR TERG T, TOE ISR B T AR AR )
BES RS . ARG REM, ARt
Vps74 2 SRR Mntl 765 /R 3SR B
DL o

A3 WA R P B 92 it (Secreted acid phosphatases,
SAPS) & IR 22 bk h— R B bR R, H
AR AT S B i IR AR AL T RE G SE 4k
SAPs [ S A A mT i ae A AR P B A 4013 S e £
LA TN E , Y SAPs HoA KL fb gy
fiE, HT7E PAGE $ERE ik shEcg, Mk fb e
HRFA SAPs 43T 748/, 2 LUK S B by
MG, wliEl SAPs TESERE H Tk Sh A Wb
HAVKN . N TR vps74 SR JE S 2
FLI RS il 7 B S N 2 A5 5 Ml B PR PR SR Ak A A
R, SRAEAYEIENE T SAPs LK
o ZEHRANE 3B FrR, BPA R K MR B VR SAPs
PR SRR LG, DS W] A0, 1T vps74A/A
PRI SAPs Yk sh BB Sk, 348 vps74 LA
B RET SAPs ML KT 1 25 BRI
2.4 vpsi4 PRI BB N INEELED
RAME N EEHBIF M

PR 22 BETE A EARNTHIIG 35 £ PP R D), JUH:
JER H T 1A e A 1 AR ) B AN BT

Control

Wild type
vps74A/A
VPS74c

4 mg/mL Terbinafine

4 vps74 EREGRKN BIRAEE BT N = 1R R0

2 IE M R N RE ) R R B RE
MEENEZ—. FIRAMERBELNET vpsr4
BRI X 114 2 B v X ANIRE 1 BB S s, &b
REH(E 4), vps7a S FHA S b B L Btk
i X A8 AR R T (H02) K Bt B1 0 245 9 [ 4% 1L 28
(Terbinafine) . Mit4h% % B (Amphotericine B). <A
7514 (Caspofungi)] & 1 RE J1 ek AE . iR Vps74 7
PR 22 BB g 32 05 TR AN R4 ERE.
25 vps74 RAFMBRLBEEBER S WEN
A

FIB 22 R E AR Y TE R, S IR YE SR
Pl (G 2 Dy R A R A8 11 il ) 5 B A 1 2 4 Ak
R fE A Rk E RS A BT
PR 22 BRI N B 5%, D — 7 T B TG
Hitt—R Y tE FAL . SRS R R R
(BSA REF:IL)5E T Vps74 76 [ B 2 B R1 5 1153
TERRHAAERT, AR fige RO 45 SR W] (] BA),
vps74 R B KRB/, R LR 2R
Fff BSA IREJIFRAIC, IR SR BSA 5k
il (15 5B)4h AL it — 2], AHXT T 57 A= Y R RN
MIRNERARTT 7, ZEAG I R REFRA5F T (8 ), vps74A/A
FEI TS (R fR BSA IIRE T, T4 KB ] (30 h)
MG FRZ 5, VpSTAAA 5XTRRTRER) BSA FEfifhE
FIMPRZRIH B B 22 S . R SRR B, vpsT4
RSBTSRBTS MR FIEERE 1 55
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5 mmol/L H,0,

2 mg/mL Amphotericin B 0.2 ug/mL Caspofungi

Wild type
vps74AIA
VPS74c

Figure4 Effect of vps74 deletion on stressresponsein C. albicans

Tel: 010-64807511; E-mail: tongbao@im.ac.cn; http://journals.im.ac.cn/wswxtbcn



TRUKEE: FIRZIERE Vps74 B 111 %08 S HI)Be

1753

A
B
<=
=)
el
2| (e S s — [ntact BSA
o .
=
Q
S B 8 s — Degraded BSA
%
M
<=
(=]
o
é — Intact BSA
e
g
2 ” oy ﬂ—Degraded BSA
7] T
M o

B 5 vps74 EEGRENABRLEEERS WEENRIFIN
Figure 5 Deletion of vps74 affects protein secretion of C.
albicans
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Note: A: The secretory ability detection by evauating the area
hydrolytic halo on BSA plate; B: The secretory ability was

reflected by the ratio of residual integrated BSA and degraded BSA
inliquid medium.
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Figure6 Deéletion of vps74 affects yeast-to-hypha mor phogenesis of C. albicans
He A REIBEREZFE TR, WEAFRKRAEZIFEREL; B: MIKRZIERAMT, BTSRRI RN EZLIES

FWBIRCN 20 um; C: WIRE 22355 S50 F AR BRI I 22 K B Huie, * . SxF IR o2 57 8 35 (P<0.05); D: /mzt&lzlg%f

JEMET, LT B 22 R T R R R 2 I Y LA

Note: A: Colonia morphology of different strains under solid hyphal-inducing condition; B: The mophology of different strains under liquid
RPM I-1640 hyphal-inducing condition (bar=20 um); C: Hyphal length statistics of different strains under liquid hyphal-inducing condition. ":
There was significant different with control group (P<0.05); D: Cell form statistics of different strains under liquid hyphal-inducing
condition.

Adhesion ability
12r B Wild type vps74A/A VPS74c

. »
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. ]

Wild type  wps7T4A/A VPST4c

7 vpsT4 BEEERA N B R ESRMFA AR EKE NI

Figure7 Deletion of vps74 affects adhesion and embedded growth of C. albicans

TE: A: SRR CIEFUBE RN FRZ R RE Ty, * . ST IREEAH A 28 5 B35 (P<0.05); B: FMRZEFHEIR IR AL KRR
Jrkmu.

Note: A: The adhesion ability detection of different strains with polyethylene orifice plate. ": There was significant different with control
group (P<0.05). B: The embedded growth was assayed with Y PD plate under 25 °C.
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Figure 8 Deletion of vps74 affects the pathogenicity of C.
albicans

e Ar NERBE A RZBEEEIY S WAETR TS L gt B: B
BURF I Hh BB Bk e, T P<0.05.

Note: A: The survival situation of mice infected by different*strains
B: The fungal burden in the kidney was evaluated by CFU. : There
was significant different with control group (P<0.05).
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