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Issues of Concern in the Studies of Ophiocordyceps sinensis
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Abstract: Some new progress about Ophiocordyceps sinensis were summarized and discussed, includ-

ing the relationship between Ophiocordyceps sinensis and its host; genetic variation, cryptic species and

associated species; somatic hybridization of high active compounds; its artificial culture and product

standards and so on.
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Fig. 1 Fruitbody of Ophiocordyceps sinensis (Berk.) G.H. Sung, J.M. Sung, Hywel-Jones & Spatafora
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