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Bacteroides and Gut Microbial Ecology
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Abstract: The natural gut microbial ecology in animal’s body has crucial influence to the health of their host.
In this article, the mechanism that how the prominent gut symbiont, Bacteroides, act is revealed. From the
Functional Genomic view we could have further insights about Host-Bacteroides mutually beneficial rela-
tionships. And it also provide an important foundation and new perspectives about host’s health.
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