HEER S HAV, HBV, HCV, HDV #1 HEV
ERBSAR
H_E XNA% ZE% E%E& T %

(MAtEERETEEER. £FF  050021)

WE RBELISA BEMT 18 B Z M F£KRE (HBV) BRENFPH EMFARNE — PR
(HAV), Z8 (HBV) . W8I (HCV). T & (HDV) MR B (HEV) ff RSB 45500, 3R I PCR HARK
MWT BEMKE HBV DNA, HCV RNA & HDV RNA, SR AHFARSERBRE 35 &
(32.4%) . 6% HBV Bl 73 $1(67.6%). HBV.HAV ZHMYKY 4.6%, HBV, HCV ~H Bk
H 9.2%,.HBY. HDV —Hi&i & % 14.8%, HBV. HEV R %% 1.9%,HBV.HCV #l HDV =%
BRKY 19%. HBV, HDV —HBRE R4 F @k (LC) WM % BT B HBV B
(P<001), ZFRHEZIFHMLC 2%, HBV, HCV “HE&EY HBV.HDV — S HBV B
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£ M FBeAg. HBV DNA Hif % 2z EEEH. LAERERLUFARGERRIEMHLR™
H;HDV Bk n] S UF @440, FHSRGMEMTEALAS R E. HCV f HDV 23 HBV & Hl

LHBEW,
X
£ 23

RS —RERAUTERN RAEN
BOMHBFREEHAV). 2R HFRRE
(HBV). WRIF & 5% (HCV). TRIF £ #%
(HDV) fl 3, 8 if % % 8 (HEV) . HAV #I
HEV Fis B AT R KEHBEINTAN
WE R, — AR EREN. HBV #HEE
B&BY HAV #l HEV SRt g, ER%
E& HCV B & ml ERE HCV Bk
Mt dER 'Y, 4 RE i i i T AT R
MEERE. HBV EAMRY: HDV H F BT
JoAB AL . FARE b A K R AL (LC) B % 2D,
HilA XX LM RREEREBRLPIREAR
%, AR MNRFEFEF HFTT HBV EER
¥t HAV.HCV.HDV fl HEV 87 R&. &
B B — 2 AT R A8t AT A MM E R
FrEEth &2 A R PLEE,

1 A *

1.1 g

BTk 108 %8 2, BT R AP AE 4L B 1
1994 £E 6 A ~ 1995 4F 3 A AR B RAIRA
(F D), LR R 1990 F 2 ER BT KRB
BHRY,

1 BWRHR
EWZH Al Bk FRER(F)
AH 25 20/5 34.3+ 14.6(6~ 58)
CPH 19 11/8 30.7x12.1{17~60)
CAH 41 32/9 33.0% 14.3(3~ 66)

LC 23 20/3 49.7%11.5(31~67)

AH: 2 F % CPH: ¥ IR CAH:R#EE
HEN# LC: L

1.2 BMAZE
#i-HAV-IgM, HBV %5 &% (HBV-M)

FF## (HAV), O %% (HBY), BIF%# (HCV), T Ff# (HDV), JKF =& (HEV), B

f14% HBsAg. $ii—HBs. HBeAg. {i—HBe Fl{i
—HBc, fii—HCV #yk ¥ % A ELISA &%, A
HEiBREAADESR., HDVIEEY
( HDV-M) f1 #f HDAg. #i -HD #l #
—HD—IgM, Rk Hit im i fF R Bt x A P~ Y
ELISA AF##. H—HEV—IgM B9 MR
H ELISA &, RS LSBT AR
2+ Hl$E4t. HBV DNA 1 HCV RNA BI&
4> 515R FB & WS 5 I Y (PCR) #  % % -
“E£X"PCR #iAKM, oL7Hh+ R Bt
HEETEY LR A /AEM. HDV RNA
Kol s %-PCR i RKE¥, HDV EH
2 Chao 'S T & B HDV BE
HAPANFEFRFHNEHET. 58145
~TGGGCAACATTCCGAGGGAC-3’ ; 5|
W 2k 5 -TTCGGGTCGG—CATGGCAT
=3, HPEREEREETFEY IR ARS
B, BEFHEKEY 181bp, M#ER-PCR &
e, 3% 434 1) SCHRE6).
1.3 HFitEh*

FA R, NEREREREN (RR
Ay,

2 B8
21 ERZBNFXKEEMHFHAV, HCV,
HDV #1 HEV 88508

108 MM AUMFRBELHHR
—HAV-IgM BIfE 5 6(4.6%), #1-HCV Mk
12 % (11.1%) . HDV—M BH#E 18 #1(16.7%),
H—HEV-I:M BHHE 2 81 (1.9%). AT
(AH) BERH-HCV M RY 5 i T T
3iE % fF 4 (CPH) (P=0.0251); LC 2 %
HDV-M HHEHHEEFT AH(P<0.025)

CPH (P=0.0042); 18 ¥£ 15 sh B T 42 (CAH) B
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#W HDV-M H# R 8 & F CPH (P=0.0373), HAb& X ) TLHI B £ 51 (FK 2).
%2 ENZFSEME HAV. HCV. HDV 1 HEV 58 HINR

Hi-HAV-IgM H-HCV HDV-M #—HEV-IgM
£ R ZIF ik 4 -
Lk % % % it % % %

AH 25 3 120 6 24.0 2 3.0 1 4.0
CPH 19 1 5.3 0 0 ] 0 0 0
CAH 4] 0 0 5 12.2 8 19.5 1 2.4
LC 23 } 4.4 1 44 8 34.8 (N 0
&it 108 5 4.6 12 111 18 16.7 2 1.9

#£3 HAV.HBV.HCV.HDV 1 HEV KRS8 5 AH. CPH. CAH #I LC

oL AH CPH CAH LC

No % No % No % Ne % No %
HBV+HAV 5 4.6 3 60.0 1 20.0 0 0 1 20.0
HBV+HCV 10 9.2 5 50.0 0 0 4 400 1 100
HBV+HDV 16 148 ! 6.3 0 0 7 433 8 50.0

HBV+HEV 2 19 1 50.0 0 0 1 50.0 0 0

HBV+HCVAHDV | r 19 I 500 0 0 I 500 0 0
HBV 73 67.6 14 19.2 8 24.7 28 38.4 i3 17.8

&4 WEZFTAFEELEE HCV. HDY B3 HBY SHIRN
HBeAg(+) H—HBe(+) HBVDNA(+)
ko .
No % No % No - %

HBV+HCV 6 3 50.0 0 0 5 83.3

HBV+HDYV 16 s 36.5 7 438 10 62.5

HBV 58 28 48.3 19 328 39 67.2

12 FlI-HCV MR ESH 10 i
HCV RNA fH#(83.3%). #£ 18 #l HDV-M
MR E B, HDAg M 14 #, ii—HD-1gM
Mk 3 4, Hi—HD B 5 $1. 18 #l HDV-M
FA#EE M ¥ HDV RNA H#E 14 8 (77.8%),
m# HDV-M fA# % £ —# HDV RNA |

A HFP R BB HAV, HBV R B G 5 4
(4.6%), HBV, HCV & & 10 #(9.2%),
HBV, HDV & &% 16 #i (14.8%), HBV.
HEV —E & ¥ 2 #(1.9%), HBV. HCV.
HDV = E & 2 #(1.9%). LC ¥ HBV.
HDV “ERREH T EH T HBV Hsidid

. - (P <0.005) (% 3).
22 HAV. HBV. HCV. HDVMHEVE &S 23 SZBFSHLCEEMNHCY, HDVR
AR SHRBRIMNEER BE 3 HBV ¥HEKIE

108 B RZUFRBEER LCRAED
HBV B4EREY 73 B, BRI K 67.6%. HBV
ERERLHONBUFRBEENRRES
324%. HBV R EB A RREERR

HBV, HCV & &%, HBV, HDV
ERAYPEF M HBV LA R E 7 BN
HBeAg. #fi—HBe % HBV DNA-PA¥E# 1 %
KBEER(P>005)(F4).

© RERZEMEMHRITPTIEEHRIEE http://journals. im. ac. cn



1996 4 23(5)
3 iFig

RARMEENRREKX, B, 2. N
REPREE, WA AT RO 2,
HESAFREREAS X ZEH T, FA

LRI — A KRR, LEREBAH -

R mRy ke, BAMEEAR
AT fig 5 AR HBV M/ 5 HCV 4 %1,
H4l HBV MR A B DI T S 18 k4L, &
fEfL. FEALEZERENEE. S HBV §
HCV E&BYa HCV ol HBV B &, 4
ML HF IR EE N 84 HBV &L ™
&Y, HDV J—fhBLaTE RNA Bid, L2
9 HBV #9#5kh, 5 HBV fEnf el &A%
S R@Ek. BRI EHEEH L.
A XHITLERE T HBV 55 H {tb Y B BF 22 45 7
ERERERLEE™E. LC BREIMF
HDV-M ML £ BE & T AH ¥ CPH &

#%#,CAH 25 B¥%TF CPH 2% ., #/5 HDV

BRG] S B 8 44k . BT H 2340 15 I E AR AT
Bery R4,
FHBEN BT RBFFEERR T H
KA. HBV. HAV TR Y, HBV, HCV
THEMAYL, HBV.HDV &, HBV. HEV
ZHEBY, HBY. HCV.HDV =& &, fFiE
{LBFE K HBV. HDV —ER LR ES T2
4i HBV Rt %, XA HRIERL HBV 5
HDV 1/ & HCV EBBREHNEE, Y
ZIANEH HDV,. HCV B B P R85
FEREE, Bild 0 R RGBT
EENREXWEENFE. HIKAHE HAV,
HEV E&mE, i Tt U R BEE KR
&Y HAV F1 HEV, A SUHIR B 58505
X 12.0%F1 4.0%, B 7E W0 %€ BRI A A0 1%

mAE Y ¥ & # - 291 -

RFEMERRF & oy EERG R
HBV Al HE,
AXWFTTRELFM LC EH HCV.

- HDV E&/&I % HBY E #id Ewm, 5 R B xR

HBV.HCV — &M HBV,HDV ~EH&RH
B d HBV & 3 & Il ¥ HBeAg.
HBY DNA MR W EWHB &N, A3
M HCV, HDV feflis HBV & #"° ', B
HAERS FRE R ABR. BFRIUARH
A¥ESDEET MFHR-HD Mk REE
miERFFAMPE HBV DNA, RBB & &
HBV DNA # % {H % & HBV DNA TEF 4

P FEETRAEDN. BESBEF AN

REERWEEW: N HDAg RItE#, H HBcAg
B ERE T HDAg FAHE!", BltH X
HCV.HDV 3t HBV % i) i1 52 ma Bz FE 0L 28 i
& — A

$ £ X K
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SUPPERINFECTION OF HAV,.HBV; HCV,HDV AND HEV IN PATIENTS
WITH VIRAL HEPATITIS

Dai Erhei Liu Yuemei Feng Jianrong Cui Ronghui Ma Ai
(The Fifth Hospital of Shijiazhuang, Shijiazhuang  050021)

Abstract In 108 patients with HBYV infection, serum anti—-HAV—IgM, HBV markers, anti—-HCV,
HDV markers and anti-HEV-IgM were detected by ELISA method; serum HBYV DNA, HCV RNA
and HDV RNA were determined by polymerase chain reaction technique. In 108 patients with HBV in-
fection, 35(32.4%) were supperinfection of HAV, HBV, HCV, HDV and HEV, 73(67.6%) were HBV
infection only. The supperinfection rates of HBV and HAV, HBV and HCV, HBV and HDV, HBV and
HEV,HBV,HCV and HDYV in patients with HBV infection were 4.6%, 9.2%., 14.8%, 1.9% and 1.9%,
respectively. The incidence of patients with liver cirrhosis was significantly higher in supperinfection of
HBV and HDV than in HBV infection only(p < 0.01). In patients with chronic hepatitis B and liver
cirrhosis, the positive rates of serum HBeAg and HBV DNA had no difference among patients with
supperinfection of HBY and HCV, HBV and HDV and patients with HBV infection only. The above
results indicate that supperinfection rate of HAV, HBV, HCV, HDV and HEYV is very high;
supperinfection of HBV and HDV may lead to chronic hepatitis, severe liver tissue injury and
cirrhosis; HCV and HDV may not affect HBV replication.

Key words HAV,HBV,HCV,HDV, HEV, Supperinfection
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