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Figure 1.

Review on roles of the thioredoxin family from Listeria monocytogenes.
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4 E. coli Trx & PEN £ -CGPC-H1 ) P 5875 4 H B,
B R A BT S AL [ (PDI) Y 3 P AL R
“-CGHC-", RAEMRMAMILIE B I, ST
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Thioredoxin system in Listeria monocytogenes
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Key Laboratory of Applied Technology on Green-Eco-Healthy Animal Husbandry of Zhejiang Province, College of Animal
Science and Technology & College of Veterinary Medicine, Zhejiang A&F University, Hangzhou 311300, Zhejiang Province,
China

Abstract: Listeria monocytogenes is an important foodborne pathogenic microorganism. Its oxidative stress
tolerance is the key ability to survive and mediate pathogenesis. Increasing of intracellular Reactive Oxygen
Species (ROS) leads to imbalance of redox homeostasis, oxidative stress, and further damage of proteins as well as
other large biological molecules. Cysteine and sulfur-containing amino acid of proteins are especially sensitive to
ROS, and formation of disulfide bonds is an oxidation reaction, with two electrons removed from cysteine residues,
which contributes to stabilizing protein structures and preventing protein damages. Antioxidant repair usually refers
to the oxidation reaction of cysteine residues, consisting of disulfide bonds formation and breaking. Thioredoxin
(Trx) family, including thioredoxin, glutaredoxin, and Dsb-like system, is a widely-distributed system responsible
for oxidation repair in microorganisms. Here, we review the most recent research development of the Trx family
from bacterial species and present our opinions of this family in L. monocytogenes, to better understand the

regulatory network of Listeria during environmental adaption and host infection.
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